(1)Bone Marrow (2) Brain (3) Heart (4) Kidney (5) Liver (6) Lung (7) Pancreas (8)Prostate (9) Thymus (10) Lymph (11) Testis (12) Adrenal (13) Uterus (14) Placenta Table T7 ) resulted in a very small variation in the observed AUC compared to the 30 selected feature set.
. A list of 289 positive training examples with references are extracted from miRecords database (Xiao et al., 2009 
50 hsa-miR-1 NM_001042 351 5 dme-miR-318 17 hsa-miR-126
18 hsa-miR-128
19 hsa-miR-138
20 hsa-miR-141 Target Kiriakidou et  al, 2004 21 hsa-miR-141
22 hsa-miR-145
23 hsa-miR-155
24 hsa-miR-155 
34 hsa-miR29c
35 hsa-miR302a
36 hsa-miR-375
37 hsa-miR-375 
41 mmu-miR-1
42 mmu-miR-1 47 mmu-miR-141
48 mmu-miR-141
50 mmu-miR-141 
55 mmu-miR-215
56 mmu-miR-375
57 mmu-miR-375
58 mmu-miR-375 *Average number of predictions per miRNA is reported in mirecords database ( http://mirecords.umn.edu/miRecords /doc.php). For HumiTar, information of the average number of predictions per miRNA is obtained from (Ruan et al., 2008) 
